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Un alto livello di compatibilita diminuisce il rischio di
aGvHD e di mortalita

Survival GVHD
1.0 1.0
0.8 0.81
£ £
‘5 0.6 S 0.6
2 8
204 2 0.4
o |.| o
0.2 0.2
] - . . - - - . :
0 2.0 4.0 6.0 8.0 0 20 40 60 80
Years after transplantation Days after transplantation
— Allele match — Multiple class | mismatch — Class | and class Il mismatch
— Single class | mismatch — Single class Il mismatch

Flgune 12-34 The bnmans System, 2e (0 Garland Schence 2005)



X

Bambino Gesu
OSPEDALE PEDIATRICO

La possibilita di trovare un donatore compatibile entro breve
tempo e cruciale per il successo di un trapianto allogenico di

CSE

Probability of Survival

1.0

0.8

0.6

0.4

0.2

0.0

Early Match, CP (n=161)
Late Match, CP (n=40)

Late Mismatch, CP (n=23)

Early Mismatch, CP (n=81)

Late Match, Beyond CP (n=13)
Late Mismatch, Beyond CP (n=33)

2 4 6 8 10

Years after Transplant

12

CML patients according to disease phase and
presence or absence of a single HLA mismatch.
EW Petersdorf Bllod, 2004Nov 1;104(9):2976-80.



>
Bambino Gesu
OSPEDALE PEDIATRICO

Categoria: Paziente

Codice Data

analisi _Analisi
HLA-A - *01:NEW, *02:01; 1 300082017 17
HILA-B *08:01. *51:01P: 1 30/08/2017 17
HLA-C *07:01P, *14:02; L 25082017 L7
HILA-DRBI *01:01. *03:01" 1 25/08/2017 1.7
HI.A-DRB3 *01:01. 4 14/09/2017
HLA-DRB4
HLA-DRBS
HLA-DQAI *01:01P, *05:01; L 15092017
HLA-DQBI *02:01P, *05:01P: Lo 20082017 L
HILA-DPBI1 *04:01P. 1 12/09/2017
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e Accertarsi che sia nuovo
* |solare la sequenza

e [nserimento in Bankit

* Inserimento in IMGT
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e Accertarsi che sia nuovo
* |solare la sequenza



.~  Step necessari per la determinazione e inserimento
nel database di un new allele
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* Inserimento in Bankit
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2052-16 HLA-A*03 NEW
EX2

GCTCCCACTCCATGAGGTATITCTICACATCCGTGTCCCGGCCCGOGCCGCEEEGAGCCCCGLTTCATCGCCGTGGGLTA
CGTGGACGACACGCAGTTCGTGCGGTTCGACAGCGACGCCGCGAGCCAGAGGATGGAGCCGCGGEGUGCCGTGAATAG

AGCAGGAGGGGCCGGAGTATTGGGACCAGGAGACACGGAATGTGAAGGCCCAGTCACAGACTGACCGAGTGGACCTG
GGGACCCTGCGCGGCTACTACAACCAGAGCGAGGCCG

INTR 2

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNN

EX3

GTTCTCACACCATCCAGATAATGTATGGCTGCGACGTGGGGETCGGACGGGCGCTTICCTCCGCGGGTACCGGCAGGACG
CCTACGACGGCAAGGATTACATCGCCCTGAACGAGGACCTGCGCTCTTIGGACCGCGGCGGACATGGCGGCTCAGATCA
CCAAGCGCAAGTGGGAGGCGGCCCATGTGGCGEGAGCAGCAGAGAGCCTACCTGGATGGCACGTGCGTGGAGTGGCTC
CGCAGATACCTGGAGAACGGGAAGGAGACGCTGCAGCGCACGG
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Overview IMGT/HLA ESTDAB Contact Support

Sequence Alignment Tool Resources
: ) i . : 0 About > & Statistics >
The latest version of the alignment tool now includes genomic sequences as well alignments of commonly sequenced
. ) - . . 0 Publications > 00 Nomenclature >
regions (e.g. specific exons and introns).
Releases > %, Tools >
STEP 1 - Select the locus and features to align = Align > £ Alleles >
Locus: %, BLAST > %, SBT Ambigs >
4 Ccelis > *\, DPB TCE >
s M 9, Dictionary > LFTP>
X, GitRepos > @ FAQ >
Features: i - __
& Links > &= Submissions =
Genomic - Intron 2 v

STEP 2 - Specify reference and required sequences

Reference sequence: f’\’i 1A
03:01:01:01 \/

Specific sequences required (separated by a new line or a comma):

03:01:01:01|
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@ IPD - IMGT/HLA

Overview IMGT/HLA KIR | MHC HPA ESTDAB Contac

Sequence Alignment: Release 3.33.0 (2018-07-11)

The alignment below is a graphical representation to allow comparison of known sequences. Where discrepancies have arisen between reportaed sequ
where possible, and necessary amendments to published sequences have been incorporated into this alignment. Future sequencing may identify errc
would welcome any evidence that helps to maintain the accuracy.

Please click here to perfoerm further alignments

241 bp ->241 N

A¥D3:01:01:01 GTEAGTE ACCCOGE

01:-01:01 COGRERCCCT

gDHA 8 €50
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INTR 3

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

EX4

ACCCCCCCAAGACACATATGACCCACCACCCCATCTCTGACCATGAGGCCACCCTGAGGTGCTGGGCCCTGGGCTICTA
CCCTGCGGAGATCACACTGACCTGGCAGCGGGATGGGGAGGACCAGACCCAGGACACGGAGCTCGTGGAGACCAGGC
CTGCAGGGGATGGAACCTTCCAGAAGTGGGCGGCTGTGGTGGTGCCTTICTGGAGAGGAGCAGAGATACACCTGCCATG
TGCAGCATGAGGGTCTGCCCAAGCCCCTCACCCTGAGATGGG
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EX Z: 270 1 - 270 (EXZ)
INTRZ: 241 212 - T8T ([EX3)
EX 3: 276 1366 - 1641 (EX4)
INTR3: 5748
EX 4: 276
TOT: 1641

MMpos: 225 Base iniziale G - A Base mutata
AA- cod 31 codnuzale IGG - TGA codmutato AA mimale 'W- STOP AA mutato

FASTA CON INTRONE

GCTCCCACTCCATGAGGTATTICTICACATCCGTGTCCCGGCCCGGLCGCGGGGAGCCCCGCTICATCGCCGTGGGCTA
CGTGGACGACACGCAGTTICGTGCGGTTCGACAGCGACGCCGUGAGCCAGAGGATGGAGCCGCGGGCGCCGTGAATAG
AGCAGGAGGGGCCGGAGTATTIGGGACCAGGAGACACGGAATGTGAAGGCCCAGTCACAGACTGACCGAGTGGACCTG
GGGACCCTGCGCGGCTACTACAACCAGAGCGAGGCOGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGTTCTCACACCATCCAGATAAT
GTATGGCTGCGACGTGGGGTCGGACGGGCGCTTCCTCCGCGGGTACCGGCAGGACGCCTACGACGGCAAGGATTACAT
CGCCCTGAACGAGGACCTGCGCTCTTGGACCGCGGUGGACATGGUCGGCTCAGATCACCAAGCGCAAGTGGGAGGCGGC
CCATGTGGCGGAGCAGCAGAGAGCCTACCTGGATGGCACGTGCGTGGAGTGGCTCCGCAGATACCTGGAGAACGGGA
AGGAGACGCTGCAGCGCACGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNACCCCCCCAAGACACATATGACCCACCACCCCATCTCTGACCATGAGGCCACCCTGAGGTGCTGGGCCCTGG
GCTTCTACCCTGCGGAGATCACACTGACCTGGCAGCGGGATGGGGAGGACCAGACCCAGGACACGGAGCTCGTGGAG
ACCAGGCCTGCAGGGGATGGAACCTTCCAGAAGTGGGCGECTGTGGTGGTGCCTICTGGAGAGGAGCAGAGATACACC
TGCCATGTGCAGCATGAGGGTCTGCCCAAGCCCCTCACCCTGAGATGGG
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Inserimento in Bankit

https:

3 NCBI Sign In Page x

e

C | & Sicuro | https://www.ncbi.nlm.nih.gov/account/?back_url=ht

it App B Radio online italiane, e Let You Down-NF 3§ NMDP Allele Code L &3 E-IBMDR - Login

& NCBl  Resources ™ How To ()
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Sign in to NCBI

Sign in with

See more 3rd party sign in options

CR

Sign in directly to NCBI

mbattarra
I... =0

¥ Keep me signed in

Forgot NCBI username or password?

Register for an NCBI account
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[ Author Services
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Sign in to NCBI

My NCBI retains user information and database preferences to provide customized
services for many NCBI databases

Youlli} vy NCBI Overview

My NCBI features include:

» Save searches & automatic e-mail alerts

Display format preferences

Filter opticns

My Bibliography & NIH public access policy compliance
SciENcy: a researcher bioskeich profile service

Highlighting search terms

Recent activity searches & records for 6 months

LinkQut, document delivery service & outside tool selections

NIH funded investigator?

Extramural NIH-funded investigators looking for NIH Public Access Compliance tools
can sign in with either "eRA Commons" or "NIH Login". Use your eRA Commons
credentials on the subsequent sign in page. Once signed in, navigate to the My
Bibliography section_

Documentation for using these features is located in the Managing Compliance to the
NIH Public Access Policy section of the NCBI Help Manual

Information about the NIH Public Access Policy is located at
hitps://publicaccess.nih.gov.

Account Troubleshooting FAQ
Expired email confirmation link message

Multiple My NCBI accounts
Link eRA Commons, University, or other account to your NCBI account

“ou are hers: NCBI
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RESOURCES
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Support Center

FEATURED NCBI INFORMATION

»
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Inserimento in Bankit

Banklt

My NCBI
Welcome Mariarosa Battarra (mbattarra). [Sign Ouf]

Welcome Banklt User !

L. attention: You can receive accessions faster if you use Submission Portal to submit ribosomal RNA (rRNA), IRNA-ITS, o Influenza sequences. Average time for successful submissions [o receive accessions is less than a day. Submitting ribosomal
RNA (TRNA), IRNA-ITS, or Influenza sequences using Bankit will delay processing of your submission.

Start

\New rRNA or rRNAITS Submissmn\ (This will redirect you to Submission Portal)

New Influenza Submission| (This will redirect you to Submission Portal)

New Submission] (Submit through Bankit)

Download your completed submissions

ID
2086396
1998408
1997723
1973546
1972799
1961110
1957205
1955676
1953881

Date
09 Feb 2018 05:21:13
08 Mar 2017 03:48:03
06 Mar 2017 06:05:54
05 Dec 2016 03:21:16
01 Dec 2016 03:40:21
17 Oct 2016 06:15:02
29 Sep 2016 09:08:59
23 Sep 2016 05:41:58
16 Sep 2016 06:09:02

Submitted Record Title

Download File (*.9z)
Download File
Download File
Download File
Download File
Download File
Download File

Download File (*.a2)

14



~ Inserimento in Bankit

Bambino Gesu
OSPEDALE PEDIATRICO

Bankit

Logged in as Mariarosa Battarra {(mbattarra) Log out

The NCBI Submission Portal will be undergoing scheduled maintenance on Thursday, December 1
from 7:00-9:00 AM EST and will be unavailable during this time.

GenBank Submissions Hele

Contact Reference Sequencing Technology MNuclectide Submission Category Source Modifiers Features
Review and Corr

Submission # 1972799
Sequence Authors

First Name Middle Initial(s) Last Name Suffix Remove
Imariarosa oo | [battarra

;'_Add more sequence authors.

Reference Information #1

Please provide the title and relevant publication details (volume, issue, etc.) of a paper that discusses this
submission.

@ Unpublished @ In-Press ¢ Published
Reference Title

A new HLA-A*03 Siieie discovered i an itaiian Batient .
e
f ...... 'R EFER_E.N.C_E _A_BTH.O.RS T R

® Same As Sequence Authors

i Specify New Authors

[Add Another Reference|
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Inserimento in Bankit

Banklit

Eosgggpesd iy s P risnc G Batt@nma [mbanaerad Losg o

Thnae FMCELD Subrmessaon Poactal will e uandergoing schedusd mamisnances on Thoaraday, Decsmbar 1
frarm FoD0-S:00 A4 EST and will be wnavail@aile during this bmes.

GenBank Submissions Hale

Comilacst Refamnos Sequencng Techrology Moclestide  Submission Cefegory Souros lodifiers Fealurses
Fomesimoy armd Cormect

Submission # 1972799

Submission Release Date

may we relezase yoosr sequerece resasre® o o e e e

- prenediately Afler Processing
i

I Relemse Dube: ) ) T Dake farrmal s DOD-RAcO Y YT (exampba 20-Feb-2004)

1655 rRMNA submissions

TTAre he sequences in this submasion OMNUY 185 ribosomal RHNA dala? S rves®rdo
Seqguence(s) and Definition Line(s)

7 Molecule Type:

Eﬁn-uln-g'r:

Eaemormls Comiplelemess: rknocieen T |

genomic DNA =

M uuscleotibde Seguencedfs-anc-Befrmition-EEnes ————

Senquanocas must be entaread o thae E6STO forrmai, wheslbeer wow are subreitling a =ingbe ssgoencs
ar multipls Sacuesrses
Cefinilion Linas

wrhick are usad to descritle sach sequences, Should Be acluded in the FASTA
Forrmsad.

Hoewr rrssary res e ol ce [a
| seguences do yow intend o
| send in this submdssbon?

Paste Sequeancels) —7 Tres=smeaias e Caien 0

PP S o AP AU A T T G A s A C AT SO ATC TE TEACCATEASGC AT -
CTEAGEGTECTEEEOoE TEOGT T IO TACT D TS CEAIG AT S A THE A TE ST,
GOGGOGATGGEGAGGACCAGACCCAGGACACEGAGCTLE TEGMAGACTASECOT oo
GG S R EA TS S AT T T ASAASE TEEASC GG T TGOG TOE TS T ST GG A GS ez

SEAGCAGAGATACACCTECCATETEGCAGCATGAGGE TC TGO CAMAGLTCOCTOAC 7
CAOTEAGEATEGG e

Exampla FASTA nucleotide format:

=Segl [orpanismegenus species] Definitaon Lins for Sagil
aaccgaiatagagaEagge ..

AHEs TR ok nl m ol e P e e T e T e b T T el = e
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EX 2: 270 1 - 270 (EXZ)
INTRZ: 241 212 - T8T ([EX3)
EX 3: 276 1366 - 1641 (EX4)
INTR3: 378
EX 4: 276
TOT: 1641

MMpos: 225 Base iniziale G - A Base mutata
AA- cod 31 codpummale TGG - TGA cod mutato AA mimale “"- STOP AA mutato

FASTA CON INTRONE

GCTCCCACTCCATGAGGTATTICTTICACATCCGTGTCCCGGCCCGGCCGCGGGGAGCCCCGCTICATCGCCGTGGGCTA
CGTGGACGACACGCAGTICGTGCGGTTCGACAGCGACGCCGCGAGCCAGAGGATGGAGCCGCGGGCGCCGTGAATAG
AGCAGGAGGGGCCGGAGTATTGGGACCAGGAGACACGGAATGTGAAGGCCCAGTCACAGACTGACCGAGTGGACCTG
GGGACCCTGCGCGGCTACTACAACCAGAGCGAGGCCGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGTTCTCACACCATCCAGATAAT
GTATGGCTGCGACGTGGGGTCGGACGGGCGCTTCCTCCGCGGGTACCGGCAGGACGCCTACGACGGCAAGGATTACAT
CGCCCTGAACGAGGACCTGCGCTCTTGGACCGCGGCGGACATGGCGGCTCAGATCACCAAGCGCAAGTGGGAGGCGGC
CCATGTGGCGGAGCAGCAGAGAGCCTACCTGGATGGCACGTGCGTGGAGTGGCTCCGCAGATACCTGGAGAACGGGA
AGGAGACGCTGCAGCGCACGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNACCCCCCCAAGACACATATGACCCACCACCCCATCTCTGACCATGAGGCCACCCTGAGGTGCTGGGCCCTGG
GCTTCTACCCTGCGGAGATCACACTGACCTGGCAGCGGGATGGGGAGGACCAGACCCAGGACACGGAGCTCGTGGAG
ACCAGGCCTGCAGGGGATGGAACCTTCCAGAAGTGGGCGGCTGTGGTGGTGCCTICTGGAGAGGAGCAGAGATACACC
TGCCATGTGCAGCATGAGGGTCTGCCCAAGCCCCTCACCCTGAGATGGG
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Logged m s kb e neas Bamarra (eebatarmal Log g

Tha MNCREl Schmission Portal will ba undergaing scheduled maintananca on Thursday, Decembear 7
From T:00-2000 Ak EST and will be unaseailable during thes time.

GenBank Submissions B

Contact  Relerence  Saquencing Technology  Mucleollde Crganssm  Submissson Categony  Sourcs Modifens
Foalunces  Rowiow and

Submission # 19727929

Warring: Wa found lhe following protleme while reading your FASTA sequences,. Flease upload &

Line .
n VWaarming
1 | FASTA-Raepder: Ficat data lime m seq is
akbout 49% ambigucus nucleotides
{shoukin'l be ower 403
Wanming: Thers are one or morm significant strings of MHMNs [(lengih =100, Plessa explain whal e

sirings of intemal MNNs reprasent

e region of estimatad Iength between the ssquenced regions based on an aigaimenst o sarilar
SEOUSNERS B geEnnrme

e region of unknown length Setresn the sequeanced regions

Mote: You have chosen bto subrmil a sngle sequence. Bankit allows you to submil mulipie segquencaes
and add modifier and festures annotation for 3@ of tham in one secbmission. See EASTS docamentaiion
on how to submll more than one sequanca. If single sequence is correct, please press "Conbnua’.

Submission Release Date

—When may we your recand T -
= I mumediately Alfter Processing

2 Release Date: | Date Tosmal o "DD-Mon-Y YY" (ecmameda; Z0-Feb-2004)

165 rRMNA submissions

T Are The seguences in this sebmission ONLY 165 risosamal RIA data? = Yes® Mo T

Sequence(s) and Definition Line(s)

genormic RO, - T

Ganomridc completeness:

T TR R

wce(m} amd De Lines ——-

Fitmms Jrararss Pl rd i oni D gee S S o'

e S DOOFTRa S, 1z

i
i
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Eankilt

Eorsgpgpesc] by == Pl mrioroen Eodiorra (mbamioera Loss o

Thea NICBI Subrmissios Partal will ba ondesrgoing schedubsd maintesrosmnces omn Thursday, Ceeecsrmiss 1
From @000 Ak =51 =mmod wsill b umn@available: durimng this tirmes

GenBank Submissions

Lol el Pl s meas SesqueereEErgg b ecEurmscabooy L Y ooy s I CIrgysen s
F ot e HH\-T&W EI-:I l!:-l\_lrrltr_t

b bSadoe Em le er Sauwrce kodifiess

Submissicomn #&# 197227950
Feature=s {(Detail)
Ao S fore TERS L e ————————— e — e ——
Inforrmatiorn om Cooding S0 r e o —
Strancd® (Fick sranod Tar each spoan bheloess)
Parti=d?™ LI
I partial at 5 cendad, imdicata LR Qe ]
reaadimg Ffraummea s
I= this a PFoaosudogerse 7 SN e SR PJaes
Is thia am intronbess gerne ST Wi WS P
Lo ] ok bcle | rwbes 1 = - -
'H—HEFII:ITE = Llﬂr::z 5‘1&” “-'.-.—.\-ﬂ'l-.:.r-\..z B A I T L ] ey 2y o LE el e Lo sesamn wf

R == |

o Specific Spans - sapacify nuciscstide numba s withie wour seguanaoen. (Llss this if vowur sequences
okl e s

T o E=vo - - Plus o«
SA= rET - FPlus =
AEGs - T IEl-T g - 1 Flhags =

_AH_E_I_E FIECsrEs i besyem s

Prothaer Foforomstion-———m— - — ——————- - —_— R e -
Protein Mame ) . i

f
f
4
3
]
]

19



~ Inserimento in Bankit

Bambino Gesu
OSPEDALE PEDIATRICO

Banklit

Lems et 1N s SSoriancss Blomiarrm (rrbstiarrs b Lo ol

e

Thee MNCHI Submission Fomal will be undergong schadubled raimienance on Tharsday, Decamiber 1
from FO0-28:00 Ak EST and will be unaailakble during this time .

GenBank Submissions
Submission # 1972799

Submission Completed
Thank you for using e SGenPank Submissions Toold.
Fow hava raquestad thal your sequenca dats oe relsssad mmediately after processing.

Touwr SubnmEsson 1D is 1872789, This is nof an accession number. SGenBank accassion nurmcers will be
aashgned 1o your sumissions and sent b wou by amail within teo working days, unless cthere are issues
with yor subrnission that we must sk you (o swsbain firss, If you have any guestisns or corrections
regarding your submissions hefore you recaive these, be sure to refar this Submissicon 10 in your email.

Your subrmission data hawve Been sant o CenBank. For sach complete sequencs swimission, yow wil
raceive tha folowing at the email address you provided:

1. &n awbormesbc reply confirming owr receipd of yoor submilssions:

2. GenBank accession numbers fwithin feo warking daws): and

- the finad GenBank records, processad by the GenBank Annotation sieff and incorparaling thes
mTonmaticon »ou have provided for yau bo reavies bafore they are releasad to the public dalsbass

IT you do not recaive this informstion from es by email within the tme frams indiceled, pleasa sand an
irquiry o gb-adminf@nchi.nlmoniboow and be sure 0 includa the Submission 1D and the email address
usecf in yoasr submmiisekom.

Slard o Mewr Subenission

Contact | Cooyrighd | Discbimess | Privacy | dccsssiblity
Mol Coavies ter Hislectesiogy Infeernatesd . LEE Flatcrsd Lbrsery o Pl
HOOD) R s ln Falie , ool s, RO L0800 WSSk
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https://www.ebi.ac.uk/ipd/imgt/hla/access.html

Qverview IMGT/HLA ESTDAB Contact Support
Search tool for generating probe and pnimer hit tables.

Search
Interactive sequence alignment tool with help page available. Resou rces
Sequence A About > o Statistics >
A Static text version of the sequence alignments are available from hittp://hla.alleles.org/ provided M Publications > [0 Nomenclature
by the HLA Informatics Group. R %, Tools >
= Align > £ Alicles >
A comparison of serarch determinants used by different registries (2007) % BLAST > % SBT Ambigs >

1 Cells = % DPB TCE >

%, Dictionary > L FTP >

L. GitRepos > @ FAQ >
Sequence Online submission of sequences to the WHO Nomenclature Committee for Factors of the HLA & Links > i Submissions >
Submission Tool System.

Submission Tools

Other EBI Search Tools Sponsors

BLAST Search Tool  The EBI's BLAST search engine for nucleotide and protein searches.

GENDX

FASTA Protein

Search Tool The EBI's FASTA search engine for protein sequence searches.

Phylogenetic Analysis -
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Inserimento in IMGT

Overview IMGT/HLA ESTDAB Contact Support

PD MGTHLA SUBMISSION CHECKLIST

Submission Checklist

Please read through and complete the following checklist before starting you submission. If you cannot meet all these point
please do not submit your sequences as it will not be named until all these conditions are met.

Checklist
Has sequencing been performed in both directions? ‘
Has the novel allele been sequenced in isolation from the second allele? <
Has the primers sequence used to amplify an allele been removed from the sequence being submitting? <
Has an EMBL, GenBank or DDBJ accession number been obtained? If not the sequence must be submitted to
one of these databases at the following addresses:
EMBL: /embl/Submission/index_html <
GenBank: hitp://www ncbinlm_nih_gov/Genbank/submit_htmil
DDBJ: hitp://www ddbj_nig.ac _jp/submission-g_html
Does your sequence meet the mnimum requirements for sequence length?
Have exons 2 and 3 been sequenced at minimum for an HLA class | sequence? Or exon 2 at minimum for an HLA =
class Il sequence?

rd

Have you provided the HLA typing for the A, B and DRB1 genes of the source individual?

Proceed to next step

Resources

0 About >

0 Publications >
Releases >
= Align >

%, BLAST >

+ cells >

%, Dictionary >

bl Statistics >

00 Nomenclature >
*, Tools >

E Alleles >

%, SBT Ambigs >
%, DPB TCE >
LFTP>
@FAQ>

£ Submissions >

1. GitRepos >
& Links >

Sponsors
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IPD - IMGT/HLA

IED > IMGTHLA > Submissions
Stage 3 - Basic Sequence Information

Flease complate all s=ctions

f it e

Local Name: IME 95616
Sequence Type; E.IEE-_.!T__-_F'm!i;i cos T
Source Eniries

1. All submézelons must contain a valid EMBL/GanBark/DD8.) accassion number.
2. Multiple accession numbars should be sepamated by & comma )

Accession Numbar(s Y0324 —_— Hﬂi_ﬂh
IMGT/HLA Database Relagse Paolicy

The IMGT/HLA Database will not refesse confidentisl saquences urdil the date you specify, wpte & maximum of six months, If

sequances are publically aveilable in EMBL/Ganbank/DOB. or publishad In a jourral, we will make these public in the following
refease of the database.

Ralease Date: [19 7] Oct 2016 7]
I:r_Tlll.'ll.m! ':ZIB-EIFFE:FH_J
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Inserimento in IMGT

IPD = [MSTHLA = Submisslons

Stage 5 - Submit Mucleotide Seguence and Sequence Features.

Seguence Alignmant

Lannch BLAST server - You can use the BLAST senver 1o provide the name of the closest meiching HLS, seguence and slse 1o
chack lor weclor contamiraton wsing the EMYES Detiabaos,

Pleasa Salect Locus: | HL |

Clemest krown HLA Allele g 010104015 boai 01030101
Wiritten Description

Wou mrust include a full written descriptlon Indicating how yows seouence diffans Trom the closest known HLA slisle you hawve listed

arova, as well as amy additonal fealunes such as inserts or delelions. Sequence desariptions should be numbered according to

the HLA alignmants and noet numberad from the firs: base of wour sequence,

e B0 e fiss ol change from @WFOE00T &F af 137 where Co=T joodon 20 OO0-=0T0) resclling v @ coding changs. 20F is
chEmped fo L

[DCHA 101 new has 1Nt change from DA “01-03:07:01 51 M212 whens 13 - Afoocon 48 TGG-» TAE) |

(mesulting in a coding changes, 4$4W i3 changed 1o ¥ [Stop codon)

Entering ssquance features (co—ondinales)

Exvarn oy (C0E] Sl i e

M you are submitting a single exon (clesz Il only) or exons 2+3 (class 1], you can skip the sequence femunes saction. Pleass nata
thaat if wou seguaence Goes oortain non-coding regions and you use this option, the processing time of your suebmission Wil be

greathy increassd.

FManusnl Sl st ol Fap

I youw are submiting a seguense which has nor-coding regions, please use the manual fealures optiaon. This is the same as the
previous wersion and lels you annctaie all sequence foatunes.

For mome information saa the gaouance fegiune Ml pEces
Achgming Seooen S Faahufes with ‘aulamatic” detesticn

i you @ submitling thae complete genomic seguenca for & class | ellale, the exon amnd inktron co-ordnalss can be debected Sermi-
automaticedly. It = possible for some Teaures may be Incommecty Menbified snd 2o cans shoukd b mocds Lo check 1hat b ao-
oriinates reburmeed oormela e sl (hoese you eapeck,

Fiode - if fthe gpone of iwlferesl Mo ool sopsodfed, el will bacve to revert B e et maparevrecs foafane dabeling.

25



~ Inserimento in IMGT

Bambino Gesu
OSPEDALE PEDIATRICO

Input Sequance Fealures; | Exon S uenca (Mo Féa:LEus} "
”wmrdpﬂtm: --;'_..\,_ o=t - “'F" & “n I{&""-'@ + 'E:'.::.:r

Mucleotide Sequance Features
Flease erter the nuclectide saquance hers, do not include num Defing or any annotation in the saguance.

T A AT T G CT T T T GG TG TAAACTTGTACCAGTT T TACGG TCOCTOT BOECAGT T CACE |
CATGAATTTGATGGACAT GAGCAGTTCTACGTGEACCTGGAGAAGAAGHAGACT O TGO
AGLCTGAGT TCAGCAAAT T TGBAGGTTTTGACCOGCAGGGTEOACT GAGAAACATGEOTATR fo N
| BLAAAACACAACTTEAACATCATGAT TAAACGCTACAACTC TACCGCT GLTACCAAT GAGETTCS | Tl CBS
TEAGGTCACACTGT T T TCCAAGT CTCCCETEACAD TEEETCAGEEEAACACCOTCATETGTCTT. |
TG EACAACAT CTTT COT L TG TRGTCAACAT CACATGEC TGAGCAA TG BOCACG CAGTEACAD
-i‘éﬁﬂ&?;?;%%%ﬁ&%ﬁmmnmgmﬂmﬂ%ﬂ CTTCAAGATCAGTTACETE |
ACCTTCLTCOCTTCTALTY ATTTATGACTGCAAGGTOGAG ACTCOEEOT GGACCAGE |

________ e R -
f.;urﬂlnun:! CIeer-:rm|

PDAMGT/HLA

- M Eesee ok WS fEdreaom a
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IPD - IMGT/HLA

D = IMGTHLA > Submisshons

Stage T - Information on the Source Cell or Individual

This form allows youw to enter details of the celfindividual from which the sequence originates_ The IMGT/HLA Dalabase moqures
details of the source cellfindividual in order for the sequence o be subrmitbed.

Far help on any section of the cell details, click hars to cpen the Cell Help Paga in a saparabs window.

Wide weould like 10 ancourapa all submiitiors: 10 provide ethnic arigin Flarmstion when passible, This irffomation is of great interast 1o
e HLA comamnity.

Callfindividual Details
Calliindgividusl |D/Coda:  IME G566

Impaortart Mote: Fleasa do not use a persar’s rame for his Tehis
Oithar nameas: [ P

Edhmic ongln:
Seax ol donar:

oS anguineaus
O oE oS

Commanis:

Cantact Information

Ledb of Origin:

Lk Comact:

Call Avpilabilicy
BAstecial Svailable;
Call Bank;

Coall Workshop Detsils
THW e

T Weorks hop:
Bth Works hop:
Sth Workshop:
101k Warkshop:
Other Workshops;

fiIME Toundazion

Fnarian:-as betteTs

D,

MO Aorpil e

Cormlinue

Clear Fom |
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Inserimento in IMGT

12D = IWETIHLA = Subvmissions

Stage 8 - Source Sample Typing Profile

Irforrnation an the HUA by ping or serclogy of the sample ads aralysis and the eventusl sssignment of an official name. Whilst it =
not & requiresment s fully bype a sample before submission, the IMGTVHLA database encoursges submithers to provide as muoch
information on the sounrce of the sample oz pogsible.

For mach gene plesse enler any senclogical typing data snd any DMNA 1y ping data in the appropriate box snd separsie senslogical
subtypes and alleles by a comma. Whilst DA typing is not mandatary the irchesion of HLA-A, B, C and DRBY typing many =R

up the processing of your submission
For DblA-typing enber ihe alele names i the bomes prowviced,

@ A ool DA fyped as HLA-S"02.01, 24:01 would be entered as 02-01, 24201 in the HLA-AT box of the HLA DMNA Typing
saction. Whare possible do not use MMOP Ambiguily codes bo replace sllale names.

For serological data please anter the highest sublype specificity. IT you Fave mol pariommead serclogical typing, please oo nal infes
sarlogy fyping Trom DA typing methods, leava the boxes blank.

e A call typed serclogically as A2, A2409) would be entersd 88 2, 24 in the HLA-A boox,

Saource Sample Profile - HLA DA Typing

CMA typing dela should be entered for each gene using the cument nomenciaiune, DA Typmg includes antering your lacal allela
daeskgnation n the appropiate box, HLA-A, B and DRE1 1y ping is mandatong.

HLA- A" 3, 24 HLA-CIFRE®

HLA-C jos, 12 HILA-DFRET™

HLA-S T HLA-DRBE" ——
HLA-CRAT ] HLA-DRBOT -
HLA-DRB1" 1,13 HLA-DA [AMEW, D508
HLA-DRRST i HLA-DQB1* R —
HLA-DRE 4  — e R
HLA-DiRES" - HLA-DPE1" i

Source Sample Profile - Serclogy

M ywou haer not pedoreed semalogical Ty ping, plasse oo not infer serology 1y ping from DS Dy ping methods., leave the boxes Blank.
HLA-8, - o

HLA-DIRS I

HLA T I HLA-DIRES 1
HLA-D i HLA-DHRS3 T

HLO B ] - ! HILA-DG

HLA-DIR [ T HLA-DF

Gentinue | Clear Formn |
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IPD = IMETHHLA = Subemissions

Return ta Stage 7 - Submissions from Multiple CellsiSournces

1 your seguencs comes from multipls scunces you may now add these o youw submission. To edd futhar sources pleasa click 1he
e Soairce” buiton and repest the procedurs for antenng & oell e, oo may enler s many SOoUnces B8 you reaguine. Cince w o
Fava completed all entries please move Lo he Ssechion Delovw.

_Mow Sourse |

Stage 3 - Meathods

Opce all cell antrbas are complete please anber mathod data beles:. Pleass complata all sections.

Mathods

Priman Seguencing: [Diract saquencing of PCR prod DA (SET) 7 |
Socondoary Sacquemncimg:

rect sequencing of FPCR product from DA (SET) v |
Types of PCR primers: Both allels and locus specilic v

Plaasa comfirm that your noes] allebe has Bean Sacpusnced o Eolasion from any second albsle of e saermee oous ina halanoEygoes
Oitds sample and that this alkele Fues mol anly Been detemined by Sequencing Besed Typing (SBTR

Sequersed in isolation: Yes  *|

Primars Lisad

FPlease prowvide details of all primens ussad in ibe amplificetion and sequancing Tor this solbmission.

For mach primear, presscie s Seouencs, name and e kocation i hnes.

Premer 1 feerm ko= FLaDoAT

Primer 2 [SanD locus HLA DGAT EXZ DOAT0 o
Primer 3 [GarDi locus HLA-DOAT ExZ DOATDS
Primar 4 IG-a:nr’:l"J:'. locus HLA-D ST EXNTS FW

Primer & [Eenhix locus HLA-DOAT EXS Ry

Prrirnar 6 r

Frirmer &

Frirmer 8 ] '5(7'
Mo, Clones aoquenced: I e

Ii et

Mo, PCR reactions: !E
Sapcpearcing Directior: 11 i mandaiory o sequeence in both directions, I seguancing has been performed 0 ordy ame
Both - drection, your subimission will be hald until Swch a time & the work is cormpletaed.
Caonfiem ation Mathods ) o o
| ED pom-sso | pom-sar | PCR-AFLP |
| -— —_——— - —_ 13 - .- ——— -
| Rewerse-S50F | = =BT RERR L c - | = Mona

Criher Comments e analysis softsane,, phasing methods
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IPD - IMGT/HLA

IPD = [MGTHLA > Subsmissions ?HNE— I
Submission Process Completed
Submizsion HWS10027015, by mariarosa battarra is now complete

Flease wiite down the ID number for use in any further communications and prind this pags.

Your submizsion will now be processed and you will ba contacted shortly regarding the official neme or for furlher information,
Every effor will be made to procass your submisesen in a timaely manner, however in the unlikely situation that you do not hear
anything from us after thres months, please conlact us. Once pocessed vour submiseisn will be entered info the IMGTHLA

Database and abso included in the next manthily vpdate of HLA sequences published in Tisse Anfigens, Huwman IMmL gy and
tha Infamational Jownsl of immunogenetios,

Your complated suomission & shown below, plesse pint this for your records;
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